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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS , 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 




Figure 1 




o o 



mete-EthD 




Figure 2 



D 

Restriction 

^ Restriction 
Site 



D 



A = Energy Acceptor 
D = Energy Donor 
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Figure 3 



Target Sequence 



■GCGACCTGCGAATGCTATGGATCAGGCTAGCCA 
■CGCTGGACGCTTACGATACCTAGTCCGATCGGT 



(A) 

Donor 
■> 



GCGACCTGCGAATGCTATggatcaggctagcca 
cgctggacgcttacgataCCTAGTCCGATCGGT 



Acceptor 



(B) 
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■> 



GCGACCTGCGAATGCTATggatcaggctagcca 
cgctggacgcttacgatacctAGTCGGATCGGT 



Acceptor 



Figure 4 
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(A) PCR 
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(B) SDA 
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(C) GAP-LCR 



A 



D A 



D D D D 

-L_l L J_ 



i +n 

D 



Restriction 
Site 



(D,PCR AD D A A D D 
► — L _ J J L _l_ I I 

rr-f-m--r---| « 

A D D AD A D 

A = Energy Acceptor 

Figure 5 



(A) Primer with 2nd element 
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(B) Nucleotide with 2nd element 
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(B) Probe with 2nd element 




iii i — i — rh — i — i — i — r 

DDDDD DDDDDD 



(B) Intercalators with 2nd element 
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Figure 6 



D = Energy Donor 
A = Energy Acceptor 
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Figure 7 
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Figure 8 




(3) (4)R=CN 

(5) R=C0 2 H 

(6) R=COCI 




(8) R'=NH 2 , X=Cf 

Figure 9 




Illumination at 472 nM 
Figure 1 0 




Illumination at 350 nM 
Figure 1 1 
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A) Binding of CNAC to poly A tail 

poly A tail 

AA AAA AAAA AAA AAA AAA AAAA A AAA AAA A A A AAA A AAA AAA AAA AAA AAA AAA AAA AAA AAA A A - 3 : 
UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 

U = Uridine (ribonucleotide) 
T = Thymidine (deoxyribonucleotide) 
RNase H Q = lnosine (ribonucleotide) 



B) elimination of poly A 
segment by RNase H 



mRNA 



■AAAAAAAAAAAAAA-3 ' 

UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 



C) Incorporation of primer 
binding site by template 
dependent extension of analyte 



Rerverse 
Transcriptase 



mRNA 



-AAAAAAAAAAAAAAAAAACCCCCCCC-3 ' 
UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 



D) Removal of CNAC and binding of primer with promoter sequence 



mRNA GGGGGGGG-promoter-5 ' 
AAAAAAAAAAAAAAAAAACCCCCCCC-3 ' 



Figure 13 



